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SEQUENCE LISTING 

General information 
(i) Applicant: 

(A) Name: Pasteur Sanofi Diagnostics 

(B) Street: 3 Boulevard Raymond Poincare 

(C) City: Marnes La Coquette 

(D) Country: France 

(E) Postal Code: 92430 

(ii) Title of invention: Nucleotide sequences for 
the detection of enterohaemorrhagic ^Wic^a COIi 

(iii) Number of sequences: 27 

(2) Information for sequence ID No. 1 : 
(i) Sequence characteristics: 

(A) Length: 1489 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness : double 

(D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ id No. 1 : 

1- CTGCAGTCCG GAGATGAAAG CACCACTGTG TGTACCCCAT CAGCGTGG- 

51 CC3CAGGCCA TGATTTTTGT CACAGACTCA ATGACTACCG GACGCATT~ 

101 ACCTTCCGGT TGTTTCTCCA GCCAGTTAAG CCAGCGGTTT CCCTGCTG- 

1*1 AAATGTCGGC AAAACGGGGA AGCATCAGAA GGGCGGGGGA ACTCCGTCC-- 

-01 GCCAGTGAAC CGTGCCACAC TCCGGGCAGT ACATGCCGCC GGCGCTGA- 

CCGSCAAGAA TGGTCGCAAA CTCCCGCTCC GTGCAGCGGG CTAT~ TC *G- 
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301 ATACCCTTCG TCATCAACAC GTACAAACCA GAAGACCAGC . T ^ TG ^. C " 

351 TGACATCCAC AAAGAAGGGA ATATTCAGGT CTGCGCAGCA CTCAACGGC" 

401 TCGTCAGTTG CGGCTTGGAA CCCCTTAGTA TTTTTTGTCT GTAGT*^ 

^51 TCCCAGCAAT AGGTATATCC TGTTGCATCA AT AAAGTT GA CTTTTGT^ 

501 CAACATGCGA ATTTCCCTTA ATCCGGAGCT ATTCGTATGA TAAAAAAA^C 

55! TCTTOCWTT CTGATTCTTC 7GGCGCTATC GGGGAGCTTT ^ 

601 TAGCCGCXGA TAAAAAAGAG AC PC AAAATT TCTACTATCC AG^c.CX^ 

«X GA7TTAACTC CTCTGAGATT ACACAGCCCT G AAT C AAATC CCTGGGGGGC 



751 


AAAAAGA7AT 


CAAAGATTTG 


GTGACAACTT 


so: 


GATTATGGTC 


ATTATGGTCC 


TTTCTTTATT 


851 


CGGAACATAC 


AGGACATATG 


AT GGCCGGGG 


901 


AACGTTTTGA 


ACCGCTGAAC 


AGCTGGCCGG 


951 


GCCCGTCGAT 


TGCTGTGGCC 


AGTCAAGAAA 


1001 


CTGGGGAGAC 


CTG^TGGTCC 


TGACTGGTAA 


1051 


GATTTAAAAC 


G C TG GG AT TT 


GCTGGCGGAA 


1101 


GACCTGGTAT 


ACTGGGGGCC 


TGACAACAAG 


1151 


TAAAAACGGG 


AAACTTCAGA 


AACCTCTTGC 


120: 


TTTATGTCAA 


TCCTGAAGGC 


CCCGGTGGAA 


1 2-5 1 


G C G AAA GAT A 


TCAGGGAAGC 


TTTTTCACGT 


1301 


GACTGTGGCC 


C TG AT C GC GG 


G AGGG CAT AC 


1352 


CAGCGTCTCC 


TGAAAAATGT 


ATTGGCGCAG 


1401 


GAGGAGCAGG 


GACTGGGATG 


GAAAAATAAA 


1451 


ATATACCATC 


ACCAGTGGCC 


TGGAAGGAGC 



TCTGGCTTCC 



(2) Information for sequence ID No. 2: 
(i) Sequence characteristics: 

(A) Length: 1181 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness : double 

(D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 
(iii) Sequence description: SEQ id No. 2 
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1 CTGCAGGAGA TGGAAAAAAA GCCAAAATAA AAAATTGCCC ATCCCAGCGC 
GCTCCAGCTG AAAGTAGGCC TGTTCTGTCC G G TAT T T AAA TGCATTGACC 

101 GTCCCCGTAT TTAAACAATG TGATAAATTA CTCCGTTACC GGAAAACCGC 

151 TGAACAAAAT TCGGGCTGAA AAGAGGATCC GCCGTTATCT GTTGCATTTC 

^01 CCCTTAGCCT GACTAGCCAG AG AC AC AAT G ATCTGTGCCG TTCTGTTAAT 

1 ATCAAACCGG T AC T C AAT AT CTTCTCTGGC GCTGGCTGCC A.TCATCCGGA 

301 AGCGTTCCGG TCGGGATAAA AAATCGCGCA GTGCGCCGGT C CAT G C AG AC 

3 51 ACATCCCCCA CGGGTAACAG CGTCCCTGTC ACATTCTTCT GAATGACATC 

4 01 AGGGATCCCG CCCGTCTCAC TGGCGATAAC GGGCACGCCG GAG AC T G AC G 
4 51 CTTCAGCCAG T AC CAT AC C A AAC G C T T CAT TTTCCGAAGG CATGACCACC 
501 ACACTGGCAA. TCCGGTAGAC CGGTAACGCT GGGAAAAGGG CACCTGCCA7 
551 caaCfiCATCCS: (CCGSCGSCCG GCfiGGCfiCOS CGSGCGSGGS fiSESGAGGTG 

■551 ■ CCTTCCATCT T C AG C T GAT A CAATACACGC AGCATAAATT CATGTCCTTT 
7 01 TTCGGGACGT AGCATCCCCA CCTGAACGAT AAGOGGAACA TTGTCTGCTG 
7 51 ATGCAGCCCA GGCGTGGATA TGCAGGGGTA ACGGTCGCAT GGCTTCATTA 
TGCAATGCGG GCCAGTCGAA ACCCGGTGGA AT AAC C G T T A CCGGTGTCCT 
GACACCTTCC GCCATCAGAT GCGCCATCA.T GGGTGAGATA GGCACAACAA 
901 TGAAATCACA CAGATAATTC AGGGAAAACG TTCTGGTCTT ACGGGTGATG 
1 TAGGTTTTTT GTCTGACAAT AGTGAAGCGG TGACAGCATA TCAGACGGCT 
1001 CAGTCCTGCT ATAT7ACTGT CATGGCCACT ATGGCAGATG ACCAGATCAG 

A v-.J.rU-lw x ^ ± '^wUr. x ou^i A'j (j>LKGG TGA 

AGGCTGTTCC TGAAAGGAAT AAAAG T GAC A. TCATGCCCTC TTTTTCTGGZ 



801 



1051 
1101 



1151 TTCCGGAGCA ATTTTAC7TT TTTCTCTGCA G 

(2) Information for sequence ID No . 3 
(i) Sequence characteristics: 
(A) Length: 22 base pairs 
5 (B) Type: Nucleic acid 

(C) Strandedness : single 

(D) Topology: linear 

(E) Strand: sense 

10 (ii) Molecule type: DNA (genomic) 



(iii) Sequence description: SEQ ID No . 3: 
C G GAGA T G AAAG C AC C AC TGTG 
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(2) Information for sequence ID No. 4: 

(i) Sequence characteristics: 

(A) Length: 22 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: antisense 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 4 
GGGCTGTGTAATCTCAGAGGAG 

(2) Information for sequence ID No . 5: 

(i) Sequence characteristics: 
!5 (A) Length: 2 5 ,base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 

20 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No . 5: 
GTCCGGAGATGAAAGCACCACTGTG 

25 (2) Information for sequence ID No . 6: 

(i) Sequence characteristics: 

(A) Length: 2 5 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 
30 (D) Topology: linear 

(E) Strand: antisense 

(ii) Molecule type: DNA (genomic) 

35 (iii) Sequence description: SEQ ID No . 6: 

T C AGGGC TGTG TAAT C T C AGAG GAG 

(2) Information for sequence ID No.. 7: 
(i) Sequence characteristics: 
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(A) Length: 23 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No . 7 
GGCGCTGATACCGGCAAGAATGG 



(2) Information for sequence ID No . 8 
(i) Sequence characteristics: 

(A) Length: 23 base pairs 

(B) Type: Nucleic acid 
15 (C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 



(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 8; 
GGTCCCGCAGGCCATGATTTTTG * 

(2) Information for sequence ID No . 9: 

(i) Sequence characteristics: 
25 (A) Length: 24 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 

30 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No . 9: 
CCGGCAAGAATGGTCGCAAACTCC 

35 (2) Information for sequence ID No. 10: 
(i) Sequence characteristics: 

(A) Length: 2 6 base pairs 

(B) Type: Nucleic acid 
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(C) Strandedness : single 

(D) Topology: linear 

(E) Strand: antisense 

5 (ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 10: 
AAGGGGT7CCAAGCCGCAACTGACGA 

(2) Information for sequence ID No. 11: 
10 (i) Sequence characteristics: 

(A) Length: 2 6 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 
15 (E) Strand: antisense 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 11: 
2q TAAGGGGTTCCAAGCCGCAACTGACG 

(2) Information for sequence ID No. 12: 

(i) Sequence characteristics: 

(A) Length: 31 base pairs 

(B) Type: Nucleic acid 
25 (C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

30 

(iii) Sequence description: SEQ ID No. 12: 
CTCAACGGCATCGTCAGTTGCGGCTTGGAAC 

(2) Information for sequence ID No. 13: 
(i) Sequence characteristics: 
35 (A) Length: 31 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 



- 4cT-~ 
(E) Strand: sense 



(ii) Molecule type: DNA (genomic) 



5 (iii) Sequence description: SEQ ID No. 13 

AGCACTCAACGGCATCGTCAGTTGCGGCTTG 

(2) Information for sequence ID No. 14: 
(i) Sequence characteristics: 
(A) Length: 31 base pairs 
10 (B) Type: Nucleic acid 

(C) Strandedness : single 

(D) Topology: linear 

(E) Strand: sense 

15 (ii) Molecule type: DNA (genomic) 



(iii) Sequence description: SEQ ID No. 14: 
C TAT T T C AGG AT AC C C T T C G T C AT C AAC AC G 

(2) Information for sequence ID No . 15: 

(i) Sequence characteristics: 

(A) Length: 31 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 15: 

AATTTCCCTTAATCCGGAGCTATTCGTATGA 
30 

(2) Information for sequence ID No. 16: 
(i) Sequence characteristics: 

(A) Length: 20 base pairs 

(B) Type: Nucleic acid 
35 (C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 
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(ii) Molecule type: DNA (genomic) 



(iii) Sequence description: SEQ ID No. 16: 
GAAGACCAGCTTTTTGTTTC 

5 (2) Information for sequence ID No. 17: 

( i ) Sequence characteristics : 

(A) Length: 2 0 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness : single 
10 (D) Topology : linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

15 (iii) Sequence description: SEQ ID No. 17: 

TG TC AC AGAC TC AATGAC T A 

(2) Information for sequence ID No. 18: 
(i) Sequence characteristics: 
(A) Length: 14 base pairs 
2 0 (B) Type : Nucleic acid 

(C) Strandedness: single 

(D) Topology : linear 

(E) Strand : sense 



25 (ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 18: 
G G CATCGTCAGTTG 

(2) Information for sequence ID No. 19: 
30 ( i ) Sequence characteristics : 

(A) Length : 16 base pairs 

(B) Type : Nucleic acid 

(C) Strandedness : single 

(D) Topology: linear 
3 5 (E) Strand : sense 



( ii ) Molecule type : DNA (genomic ) 




(iii) Sequence description: SEQ ID No. 19: 
CGGCATCGTCAGTTGC 

(2) Information for sequence ID No. 20: 

(i) Sequence characteristics: 
5 (A) Length: 18 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness : single 

(D) Topology: linear 

(E) Strand: sense 

10 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 20: 
ACGGCATCGTCAGTTGCG 

15 (2) Information for sequence ID No. 21: 

(i) Sequence characteristics: 

(A) Length: 22 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 
20 (D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 21: 
C C AC C T G AAC G AT AAG C G G AAC 

(2) Information for sequence ID No. 22: 
(i) Sequence characteristics: 

(A) Length: 22 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: antisense 

3 5 (ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 22: 
CACCTTCCTTCCATCCTCAGAC 



25 



30 
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(2) Information for sequence ID No. 23 
(i) Sequence characteristics: 

(A) Length: 2 0 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 



(ii) Molecule type: DNA (genomic) 

10 

(iii) Sequence description: SEQ ID No. 23: 
ATCCCAGCGCGCTCCAGCTG 

(2) Information for sequence ID No. 24: 

(i) Sequence characteristics: 
15 (A) Length: 22 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 

(D) Topology: linear 

(E) Strand: antisense 

20 

(ii) Molecule type: DNA (genomic) 

(iii) Sequence description: SEQ ID No. 24: 
ACCCATGATGGCGCATCTGATG 

2 5 (2) Information for sequence ID No. 25: 
(i) Sequence characteristics: 

(A) Length: 31 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness: single 
30 (D) Topology: linear 

(E) Strand: sense 



(ii) Molecule type: DNA (genomic) 



35 (iii) Sequence description: SEQ ID No. 25: 

ACGTTCTGGTCTTACGGGTGATGTAGGTTTT 

(2) Information for sequence ID No . 26: 
(i) Sequence characteristics: 




(A) Length: 31 base pairs 

(B) Type: Nucleic acid 

(C) Strandedness : single 

(D) Topology: linear 
5 (E) Strand: sense 



(ii) Molecule type: DNA (genomic) 



(iii) Sequence description: SEQ ID No. 26: 
TAG T GAAG CGGT GAC AG CAT AT C AG AC GG C T 

10 

(2) Information for sequence ID No. 27: 

(i) Sequence characteristics: 

(A) Length: 21 base pairs 

(B) Type: Nucleic acid 
15 (C) Strandedness: single 

(D) Topology: linear 

(E) Strand: sense 

(ii) Molecule type: DNA (genomic) 

20 

(iii) Sequence description: SEQ ID No. 27: 
G T GAGAT AGGCACAAC AATGA 



25 



